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Hyar s i 2 B ARAR , Rol D W) 5548 4 /i 155 41 41

A K. HE = RUEMRAF A Ri BUkiry T-DNA X .
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Fig.3 Co-integrated plasmidsystem
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Fig. 4 Binary vector system
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AP T . — DA SR VLR U 75 — X 58 pH L DNA #5455 W 2% )3 3l BE S 0 Vie K Vi,
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Design of Current-mode BiCMOS Multiple-valued Adder
Based on Threshold-arithmetic Algebraic System

YAO Maoqun, ZHOU Chuanxin

(Hangzhou Institute of Service Engineering, Hangzhou Normal University, Hangzhou 311121, China)

Abstract; This paper analyzed the features of current-mode BiCMOS circuits and designed current-mode BiCMOS
multiple-valued adder which based on the threshold-arithmetic algebraic system. HE map was used as the graphic
representation of threshold-arithmetic functions. The design method of current-mode BiCMOS multiple-valued adder which
converted logic functions into threshold-arithmetic functions with HE map was expounded. The HSPICE simulated results
confirmed that the designed circuit had correct logic function and good transient characteristic. The circuit design not only
improved the design of threshold-arithmetic algebraic system. but also made the design of the current-mode BiCMOS
multiple-valued adder become simpler, more intuitive and effective with optimized performance.
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Plant Genetic Engineering and Application
with Ri Plasmid of Agrobacterium Rhizogenes

WU E', ZHANG Rui', ZHANG Chao', ZHU Yao', LI Chenxi', ZHANG Nana',
CHEN Rong', GE Xiaoping®, XIE Tian', YIN Xiaopu'
(1. School of Medicine, Hangzhou Normal University, Hangzhou 310036, China; 2. Hangzhou Polytechnic, Hangzhou 311402, China)

Abstract: The root-inducing plasmid of Agrobacterium rhizogenes, as a natural plant genetic transformation system, is
widely applied in plant regeneration, variety improvement, stress resistance and secondary metabolites production, and
achieves great economic and social benefits. The principles, methods, affecting factors, prospect and problems of the plant
genetic technologies with Ri plasmid of Agrobacterium rhizogenes are reviewed.

Key words: Agrobacterium rhizogenes; Root-inducing plasmid; hairy roots; genetic engineering



