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Tab.1 Information of samples
1 Bletilla striata 26 2 Bletilla striata
2 1 Bletilla striata 27 Bletilla sinensis
3 2 Bletilla striata 28 Bletilla striata
4 Bletilla striata 29 1 Bletilla striata
5 Bletilla striata 30 2 Bletilla striata
6 Bletilla striata 31 Bletilla striata
7 1 Bletilla striata 32 Bletilla striata
8 2 Bletilla striata 33 Bletilla striata
9 1 Bletilla striata 34 Bletilla striata
10 2 Bletilla ochraceaV 35 Bletilla striata
11 3 Bletilla striata 36 Bletilla striata
12 1 Bletilla striata 37 Bletilla striata
13 2 Bletilla sinensis 38 Bletilla striata
14 Bletilla striata 39 Bletilla striata
15 Bletilla sinensis 40 Bletilla striata
16 Bletilla striata 41 Bletilla striata
17 Bletilla sinensis 42 Bletilla striata
18 1 Bletilla sinensis 43 Bletilla striata
19 2 Bletilla striata 44 Bletilla striata
20 3 Bletilla striata 45 1 Bletilla striata
21 4 Bletilla striata 46 2 Bletilla striata
22 1 Bletilla striata 47 Bletilla striata
23 2 Bletilla striata 48 Bletilla striata
24 Bletilla striata 49 Bletilla striata
25 1 Bletilla striata 50 Bletilla striata
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Fig. 1 Electrophoretogram of fifty batches of samples
3.2 ISSR-PCR 2 ISSR
33 DNA ISSR . Tab.2 ISSR primers and levels of amplified products
45 10 N
ISSR ( 2) 50 UBC807 AGAGAGAGAGAGAGAGT ||UBC818 CACACACACACACACAG
A UBC808 AGAGAGAGAGAGAGAGC ||UBC824 TCTCTCTCTCTCTCTCG
PCR UBC811 GAGAGAGAGAGAGAGAC ||UBC830 TGTGTGTGTGTGTGTGG
2, 10 117 UBC812 GAGAGAGAGAGAGAGAA ||UBC840 GAGAGAGAGAGAGAGAYT
11.7 UBC814 CTCTCTCTCTCTCTCTA UBC857 ACACACACACACACACTG
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Fig. 4 Similarities of partial samples (1 ~8. 1 ~20)
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