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Research Advance on Dwarfing Genes in Apples

SHAO Jing,LI Yuebo,BAO Zhenlong, LIANG Yinghai, SONG Hongwei,ZHANG Bingbing
(Fruit Research Institute,Jilin Academy of Agricultural Sciences, Gongzhuling,Jilin 136100)

Abstract: The dwarfing apples have many advantages such as short-lived, small crown, early fruiting,
high productivity,convenient in management and so on. Most countries in the world had adopted the
system of high density planting with dwarfish variety. In order to catch up the competition situation
and continuous changes in the international apple market,dwarf culture was the development trend of
apple production in China, and dwarf rootstock breeding was the basis of apple dwarf cultivation in
recent years. Many in-depth studies on the genetic characteristics of dwarfing apples, the applications
of molecular markers, the locating, isolating and cloning of dwarfing genes and the dwarfing genes
transformation had been done. This study summarized the progresses of studies on the dwarfing genes
in apples including the genetic characteristics of dwarfing apples, the applications of molecular
markers, the locating,isolating and cloning of dwarfing genes and the dwarfing genes transformation,
in order to provide a reference for future use of these genes on agronomic traits improvement of apple
and dwarfing mechanism research.

Keywords: apples;dwarfing genes; genetic characteristic



