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Abstract: The advances in research on strawberry genetic engineerings,
tolerance, herbicide resistance, hardiness, fruit quality and storability are reviewed. The problems and future perspectives
for strawberry genetic engineering are discussed. Opinions such as multigene transformation and genetic engineering with
transcription factors and microRNA genes are put forward for strawberry molecular breeding. Suggestion about using
strawberry as a model plant for genomics research in fruit crops is also given. Because the flavour, fragrance and colour of
strawbeery are mostly determined by terpenoids and flavonoids,

strawberry by genetic engineering of its secondary metabolism.
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including pests and diseases resistance, salt

it is very important to work on quality improvement of
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